The scatter plot shows GO terms in a two-dimensional semantic space after reducing redundancy with REVIGO. Circle sizes are relative to the frequency of GO terms in the data.
Supplementary Figure 3 : GO enrichment analysis on the WO-biased gene set.
The scatter plot shows GO terms in a two-dimensional semantic space after reducing redundancy with REVIGO. Circle sizes are relative to the frequency of GO terms in the data. The scatter plot shows GO terms in a two-dimensional semantic space after reducing redundancy with REVIGO. Circle sizes are relative to the frequency of GO terms in the data. 
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